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/function="proteolytic processing of prenylated proteins" 

/product="f arnesylated-proteins converting enzyme-2" 
/protein_id="CAC17014. 1" 
/db_xref="GI : 11342586" 
/db_xref="GOA:P5 7791" 

/db_xref="UniProtKB/Swiss-Prot :P57791" 

/ translation="MAALGGDGLRLLSVSRPERQPESAALSGPGSGLCCWVSVFSCFS 
LACSYVGSLYVWKSELPRDHPAVIKRRSTSVLWSSLSPLCVLLWRELTGIQPGTSLL 
TLMGFRLEGIFPAALLPLLLTMILFLGPLMQLSMDCPCDLTDGLKWLAPRSWARCLT 
DMRWLRNQVIAPLTEELVFRACMLPMLAPCTGLGPAVFTCPLFFGVAHFHHI IEQLRF 
RQSSVGSIFVSAAFQFSYTAVFGAYTAFLFIRTGHLIGPVLCHSFCNYMGFPAVCAAL 
EHPQKWPLLAGYALGVGLFLLLLQPLTDPKLYGSLPLCMLLERTGASETLLCS " 
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1 TTTGGAGTCGCCCATTTTCACCACATTATTGAGCAGCTGCGCTTCCGCCAGAGCAGTGTG 6 0 

610 TTTGGAGTCGCCCATTTTCACCACATTATTGAGCAGCTGCGCTTCCGCCAGAGCAGTGTG 66 9 

61 GGAAGTATCTTCGTGTCTGCAGCGTTCCAGTTCTCCTACACCGCTGTCTTCGGTGCTTAT 12 0 

6 70 GGAAGTATCTTCGTGTCTGCAGCGTTCCAGTTCTCCTACACCGCTGTCTTCGGTGCTTAT 72 9 

121 ACAGCTTTCCTCTTCATCCGCACAGGACACCTGATAGGGCCGGTTCTCTGCCACTCTTTC 180 

73 0 ACAGCTTTCCTCTTCATCCGCACAGGACACCTGATAGGGCCGGTTCTCTGCCACTCTTTC 78 9 

181 TGCAACTACATGGGCTTCCCTGCAGTGTGTGCAGCCCTGGAGCATCCACAGAAGTGGCCA 2 4 0 

79 0 TGCAACTACATGGGCTTCCCTGCAGTGTGTGCAGCCCTGGAGCATCCACAGAAGTGGCCA 8 49 

2 41 CTGCTGGCAGGCTATG— CCTCGGTGTGGGACTTTTCCTGCTTCTGCTTCAACCCCTGACA 2 9 9 

8 5 0 CTGCTGGCAGGCTATGCCCTCGGTGTGGGACTTTTCCTGCTTCTGCTTCAACCCCTGACA 9 0 9 



Qy 300 GACCCCAAGCTCTATGGCAGCCTTCCTCTTTGTATGCTTTTGGAAAGAACAGGGGCCTCA 359 

Db 910 GACCCCAAGCTCTATGGCAGCCTTCCTCTTTGTATGCTTTTGGAAAGAACAGGGGCCTCA 96 9 

Qy 360 GAGACCCTACTGTG 373 

Db 9 70 GAGACCCTACTGTG 983 



